lgwe, D.O., lhearahu 0.C., Osano, A.A., Acquaah G., Ude, G.N., (2022) Assessment of genetic diversity of
Musa species accessions with variable genomes using ISSR and SCoT markers. Springer Journal of
Genetic Resources and Crop Evolution (Springer). https://doi.org/10.1007/s10722-021-01202-8 .

Igwe, D.O., lhearahu O.C., Osano, A.A., Acquaah G., Ude, G.N., (2021) Genetic Diversity and Population
Assessment of Musa L. (Musaceae) Employing CDDP Markers. Plant Molecular Biology Reporter.
https://doi.org/10.1007/s11105-021-01290-x

lgwe, D.O., Anyanwu C.B., Afiukwa, C. A., Nnamani, C. V., Nweke F. N., Ude, G. N., Ubi, B. E., (2021).
Phenotypic and molecular screenings for determination of cassava mosaic disease (CMD) status in
farmers’ fields in Ebonyi State, Nigeria. Molecular Biology Reports 48(85):1-14.

Ude, G.N., Igwe, D.O., Brown C., Jackson M., Bangura, A., Ozokonkwo-Alor, O., Ihearahu, O.C., Chosen,
O-, Okoro M., Ene, C., Chieze, V., Unachukwu, M., Onyia, C., Acquaah, G., Ogbonna, J., Das, A., DNA
barcoding for the identification of fish species from the freshwaters of Enugu and Anambra states of
Nigeria (2020). Journal of Conservative Genetic Resources, Springer, Nature -
https://doi.org/10.1007/s12686-020-01155-7

Eraga, L.I, Avwioroko O.J., Aganbi E., Anigboro A.A., Obih C., Ude, G.N, Tonukari N.J., (2020) Isolation,
identification and in silico analysis of bitter leaves (Vernonia amygdalina) ribulose-1,5-bisphosphate
carboxylase/oxygenase gene. Gene Reports. DOI: 10.1016/j.genrep.2020.100720

Ude, G.N., Igwe, D.O., McCormick, J., Ozokonkwo-Alor, O., Harper, J., Ballah, D., Aninweze, C., Chosen,
0., Okoro, M., Ene, C., Chieze, V., Unachukwu, M., Onyia, C., Acquaah, G., Ogbonna, J. and Das, A. (2019)
Genetic Diversity and DNA Barcoding of Yam Accessions from Southern Nigeria. American Journal of
Plant Sciences, 10: 179-207 10.4236/ajps.2019.101015.

Igwe D. O, Afiukwa C. A, Acquaah G, Ude G. N. (2019). Genetic diversity and structure of Capsicum
annuum as revealed by Start Codon Targeted and Directed Amplified Minisatellite DNA markers.
Hereditas 156, 32 (2019) https://doi.org/10.1186/s41065-019-0108-6 .

Igwe DO, Afiukwa CA, Ubi BE, Ogbu KI, Ojuederie OB, Ude GN (2017). Assessment of genetic diversity in
Vigna unguiculata L. (Walp) accessions using inter-simple sequence repeat (ISSR) and start codon
targeted (SCoT) polymorphic Markers. BMC Genetics (2017) 18:98 https://doi.org/10.1186/s12863-017-
0567-6 .

Ude George N, Acquaah G, Irish Brian M, and Das Aditi (2014). Targeted parallel sequencing of the Musa
species: searching for an alternative model system for polyploidy studies. Africa Journal of
Biotechnology. 13(41):4052-4060 DOI:10.5897/AJB2014.14218.

Shaibu AA, Okoro P, Ude G, Olukolu BA, Igelbrecht I, Tenkouano A, Ogburia MN, Moonan F, and Dimkpa
C. (2013). Genotype by Environment (GxE) Modeling of the Variable Initiation of Parthenocarpy sensu
strict in Musa: Elucidation of the Environment Components of Variable Expressivity of Parthenocarpy in
a Facultative Apomictic Musa acuminata subspecies Microcarpa Model System. American Journal of
Experimental Agriculture. 3(2):262-276.

Okoro P, Shaibu A.A, Ude G, Olukolu B.A, Ingelbrecht I, Tenkouano A, Ogburia M.N, Moonan F, Dimkpa
C. (2011). Genetic evidence of developmental components of parthenocarpy in apomictic Musa species.
Journal of Plant Breeding and Crop Science. 3:138-145 https://doi.org/10.5897/JPBCS.9000062 .



https://doi.org/10.1007/s10722-021-01202-8
https://doi.org/10.1007/s11105-021-01290-x
https://doi.org/10.1007/s12686-020-01155-7
https://www.researchgate.net/deref/http%3A%2F%2Fdx.doi.org%2F10.1016%2Fj.genrep.2020.100720?_sg%5B0%5D=575nXOUjZhPJCCSdwTgbEG7N8dXGnKx_t_bpqPrOU8bdAE8FEqZPL7ntKUZNggy8ALRVADsxR8iszMFe5eygV5-hWg.L_uiniHIeaKtajsxIXGO2ybD40Sgd8E3zsaja-k9VXPkmC3-mfalk77n4JTQppBnxpvilk_azkBtdzyGWO5gfw
https://hereditasjournal.biomedcentral.com/
https://doi.org/10.1186/s41065-019-0108-6
https://doi.org/10.1186/s12863-017-0567-6
https://doi.org/10.1186/s12863-017-0567-6
https://doi.org/10.5897/JPBCS.9000062

Ochieng JW, Muigai AWT, Ude GN. (2007A). Phylogenetics in plant biotechnology: principles obstacles
and opportunities for the resource poor. African Journal of Biotechnology Vol. 6 (6), pp. 639-649.

Ochieng JW, Muigai AWT, Ude GN. (2007B). Localizing genes using linkage disequilibrium in plants:
integrating lessons from the medical genetics. African Journal of Biotechnology Vol. 6 (6), pp. 649.

Egesi CN. Asiedu R., Ude G., Ogunyemi S., Egunjobi JK (2006). AFLP marker diversity in water yam
(Dioscorea alata L.).Plant Genetic Resources 4(3); 181-187 doi:10.1079/PGR2006121.

Ude GN, Dimkpa CO, Anegbe PO, Shaibu AA, Tenkouanao A, M. Pillay, Tchoundjeu Z (2004) Analysis of
genetic diversity in accessions of Irvingia gabonensis (Aubry-Lecomte Ex O’Rorke) Bail. African Journal of
Biotechnology Vol. 5(3):219-223.

G. Acquaah, G. Ude, K. Matand, N.J. Tonukari. 2006. Agricultural Biotechnology and Developing
Countries: Prospects, Challenges, and Impact. In Floriculture, Ornamental and Plant Biotechnology:
advances and topical issues (1st Edition), Edited by Jaime A. Teixeira da Silva (Ed.) and published by
Global Books in Japan. Pages 315-327.

Ude GN, Kenworthy W, Costa JM, Cregan PB, Alvernaz J (2003). Genetic diversity of soybean cultivars
from China, Japan, North America, and North American soybean ancestral lines using amplified fragment
length polymorphism (AFLP). Crop Sci.43:1858-1867 https://doi.org/10.2135/cropsci2003.1858 .

Ude G, Ogundiwin E, Pillay M, Tenkouano A (2003) Genetic Diversity in an African Plantain core
collection using AFLP and RAPD markers. Theor Appl Genet. 107:248-255.

Ude GN, Costa JM, Kenworthy WJ, Sardanelli S (2002). AFLP markers associated with a QTL for resistance
to soybean cyst nematode race-3 (Heterodera glycines Ichinohe). J. Genetics and Breed. 56:213-220
https://doi.org/10.1007/s00122-003-1246-8.

Ude G, Pillay M., Nwakanma D, Tenkouano A (2002) Analysis of genetic diversity and sectional
relationships in Musa using AFLP markers. Theor Appl Genet 104:1246-1252
https://doi.org/10.1007/s00122-001-0802-3.

Ude G., Pillay M, Nwakanma D, Tenkouano A (2002) Genetic diversity in Musa acuminata Colla and M.
balbisiana Colla and some of their natural hybrids using AFLP Markers. Theor Appl Genet 104:1239-1245
doi: 10.1007/s00122-002-0914-4.

Pillay M, Ogundiwin E, Nwakanma DC, Ude G, Tenkouano A (2001) Analysis of genetic diversity and
relationships in East African banana germplasm. Theor Appl Genet: 102:965-970
https://doi.org/10.1007/s001220000500.

Ude GN, Devine TE, Kuykendall LD, Matthews BF, Saunders JA, Kenworthy W, Lin JJ (1999) Molecular
mapping of the soybean nodulation gene, Rj4. Symbiosis 26:101-110.

O’Neill NR, van Berkum P, Lin JJ, Kuo J, Ude GN, Kenworthy W, Saunders JA (1997) Application of
amplified restriction fragment length polymorphism for genetic characterization of Colletotrichum
pathogens of alfalfa. Phytopathology 87 (7):745-750.


https://doi.org/10.2135/cropsci2003.1858

Lin JJ, Kuo J, Ma J, Saunders JA, Beard HS, Macdonald MH, Kenworthy W, Ude GN, Matthews BF (1996)
Identification of molecular markers in soybean comparing RFLP, RAPD and AFLP DNA mapping
techniques. Plant Molecular Biology Reporter 14 (2):156-169 https://doi.org/10.1007/BF02684905.



